
RANK MATRIX TRANSCRIPTION FACTOR ASSOCIATION SCORE P-VALUE
1 CHCH_01 Chch 19.885 0.00E+00

2 MAZ_Q6 Maz 13.437 0.00E+00

3 KROX_Q6 Egr-1 , Egr-2 13.203 0.00E+00

4 E2F_Q2 Dp-1 , E2f-1 13.161 0.00E+00

5 SP1_Q2_01 Sp1 , Sp2 13.161 0.00E+00

6 SP1_Q4_01 Sp1 , Sp2 13.161 0.00E+00

7 BRE_HAND N/A 12.69 0.00E+00

8 ETF_Q6 N/A 12.69 0.00E+00

9 SP1_Q6 Sp1 12.69 0.00E+00

10 SP1_Q6_01 Sp1 , Sp3 12.69 0.00E+00

11 CACBINDINGPROTEIN_Q6 N/A 12.661 0.00E+00

12 SP1_01 Sp1 12.227 0.00E+00

13 WT1_Q6 N/A 12.185 0.00E+00

14 AP2ALPHA_01 Ap-2alpha , Ap-2alphaa 11.769 0.00E+00

15 ZF5_B Zf5 11.769 0.00E+00

16 ZF5_01 Zf5 11.299 0.00E+00

17 GC_01 N/A 10.876 0.00E+00

18 MUSCLE_INI_B N/A 10.367 0.00E+00

19 TFIII_Q6 Tfii-i 10.317 0.00E+00

20 HIC1_02 Hic-1 10.012 0.00E+00

21 AP2_Q3 Ap-2alpha , Ap-2alphaa 9.994 0.00E+00

UPREGULATED GENES iSMC Vs. EPC



22 HIC1_03 Hic-1 9.836 0.00E+00

23 E4F1_Q6 N/A 9.592 0.00E+00

24 AP2_Q6_01 Ap-2 , Ap-2alpha 9.423 0.00E+00

25 AP2_Q6 Ap-2 , Ap-2alpha 8.773 0.00E+00

26 ZNF219_01 N/A 8.773 0.00E+00

27 MOVOB_01 Movo-b 8.375 0.00E+00

28 CREB_Q2 Creb 8.016 0.00E+00

29 CREBP1_Q2 Atf-2 , Cre-bp1 7.781 0.00E+00

30 MZF1_01 Mzf-1 7.699 0.00E+00

31 ATF_01 N/A 7.603 0.00E+00

32 EGR_Q6 Egr-1 , Egr-2 7.603 0.00E+00

33 CREB_02 Creb , Deltacreb 7.59 0.00E+00

34 MAZR_01 Mazr 7.242 0.00E+00

35 SPZ1_01 Spz1 7.229 0.00E+00

36 CREB_Q4 Creb 7.17 0.00E+00

37 PAX5_01 Pax-5 7.035 0.00E+00

38 SRF_Q5_01 Srf 6.842 0.00E+00

39 SRF_Q4 Srf 6.816 0.00E+00

40 SRF_C Srf 6.754 0.00E+00

41 SRF_Q6 Srf 6.725 0.00E+00

42 UF1H3BETA_Q6 N/A 6.631 0.00E+00

43 AP2GAMMA_01 Ap-2gamma 6.506 0.00E+00

44 CREL_01 C-rel 6.506 0.00E+00

45 ATF_B N/A 6.403 0.00E+00



46 SRF_01 Srf 6.29 2.00E-06

47 PAX9_B Pax-9a 6.214 4.00E-06

48 ATF4_Q2 Atf-4 , Atf4 6.055 3.20E-05

49 CREB_Q2_01 Creb , Crebbeta 5.953 5.00E-05

50 MTATA_B N/A 5.936 5.20E-05

51 SRF_Q5_02 Srf 5.856 7.00E-05

52 NGFIC_01 Egr-4 5.816 7.90E-05

53 CREBATF_Q6 Atf-1 , Atf-2 5.561 1.55E-04

54 MZF1_02 Mzf-1 5.496 1.93E-04

55 CREB_01 Creb , Deltacreb 5.484 1.98E-04

56 CREB_Q3 Atf-1 , Atf-2 5.429 2.33E-04

57 DEAF1_01 Deaf-1 5.415 2.36E-04

58 CREB_Q4_01 Creb , Crebbeta 5.394 2.50E-04

59 PAX5_02 Pax-5 5.161 4.47E-04

60 EGR1_01 Egr-1 5.149 4.62E-04

61 NFKB_Q6_01 Nf-kappab1 , Nf-kappab2 5.149 4.62E-04

62 ATF3_Q6 Atf3 5.104 5.05E-04

63 E2F1_Q3_01 E2f-1 5.063 5.62E-04

64 OCT1_B Pou2f1 , Pou2f1a 4.958 7.20E-04

65 NFKAPPAB65_01 Rela 4.928 7.75E-04

66 AP2ALPHA_03 N/A 4.906 7.98E-04

67 LRF_Q2 Fbi-1 , Lrf 4.846 9.11E-04

68 TAXCREB_01 Creb , Deltacreb 4.846 9.11E-04

69 P300_01 P300 4.826 9.61E-04



70 CREBP1CJUN_01 Atf-2 , C-jun 4.516 1.94E-03

71 NF1_Q6 Nf-1 4.511 1.95E-03

72 CACCCBINDINGFACTOR_Q6 Caccc-binding 4.467 2.10E-03

73 MINI19_B N/A 4.452 2.15E-03

74 ATF1_Q6 Atf-1 4.426 2.29E-03

75 ARNT_02 Arnt 4.319 2.92E-03

76 VDR_Q3 Vdr 4.234 3.50E-03

77 OCT_C Pou2f1 , Pou2f1a 4.227 3.55E-03

78 NFKB_Q6 N/A 4.209 3.63E-03

79 STRA13_01 Stra13 4.116 4.22E-03

80 ZIC1_01 Zic1 3.973 5.95E-03

81 NFKAPPAB_01 Rela 3.957 6.07E-03

82 TFIIA_Q6 Tfiia-alpha/beta , Tfiia-gamma 3.947 6.24E-03

83 AHRHIF_Q6 Arnt2 , Ahr 3.926 6.55E-03

84 MINI20_B N/A 3.871 7.32E-03

85 SP3_Q3 Sp3 3.797 8.40E-03

86 NKX25_Q5 Nkx2-5 , Nkx2.5 3.721 9.97E-03

87 SREBP1_01 Srebp-1 , Srebp-1a 3.711 1.02E-02

88 MTF1_Q4 Mtf-1 3.679 1.08E-02

89 OCT1_05 N/A 3.465 1.60E-02

90 EGR3_01 Egr-3 3.411 1.85E-02

91 HIF1_Q3 Hif-1alpha 3.374 1.92E-02

92 NFKAPPAB50_01 N/A 3.369 1.94E-02

93 AHRARNT_02 Ahr , Arnt 3.357 1.99E-02



94 MEF2_02 Mef-2a , Amef-2 3.302 2.21E-02

95 VJUN_01 V-jun 3.273 2.41E-02

96 NFKB_C N/A 3.267 2.41E-02

97 E12_Q6 E12 3.255 2.46E-02

98 PAX4_01 Pax-4a 3.234 2.56E-02

99 OCT_Q6 Oca-b , Pou2f1 3.196 2.77E-02

100 R_01 N/A 3.183 2.88E-02

101 E2F1_Q4 E2f-1 3.178 2.91E-02

102 NFY_Q6_01 Cbf-a , Cbf-b 3.177 2.91E-02

103 NERF_Q2 Nerf-1a 3.129 3.14E-02

104 ALPHACP1_01 N/A 3.023 3.89E-02

105 NF1_Q6_01 Ctf-1 , Ctf-2 3.022 3.89E-02

106 GCM_Q2 Gcma , Gcmb 3.015 3.95E-02

107 APOLYA_B N/A 2.998 4.06E-02

108 RSRFC4_01 Rsrfc4 2.994 4.10E-02

109 NCX_01 Ncx , Ncx 2.992 4.13E-02

110 USF_Q6 Usf1 , Usf2a 2.958 4.33E-02

111 HEN1_01 N/A 2.93 4.57E-02

112 E2F1DP2_01 N/A 2.903 4.76E-02

113 EGR2_01 Egr-2 2.886 4.88E-02

RANK MATRIX TRANSCRIPTION FACTOR ASSOCIATION SCORE P-VALUE
1 E2F_03 E2f-1 27.692 0.00E+00

DOWNREGULATED GENES iSMC Vs. EPC



2 E2F_Q3 N/A 27.692 0.00E+00
3 E2F1_Q4_01 Dp-1 , E2f-1 25.76 0.00E+00
4 E2F_Q3_01 Dp-1 , E2f-1 25.76 0.00E+00
5 E2F_Q4_01 Dp-1 , E2f-1 23.478 0.00E+00
6 E2F1_Q6_01 E2f-1 23.311 0.00E+00
7 E2F_02 E2f-1 , E2f-2 22.935 0.00E+00
8 E2F1_Q6 E2f-1 22.75 0.00E+00
9 E2F1_Q3 E2f-1 21.014 0.00E+00

10 E2F1DP1RB_01 N/A 20.732 0.00E+00
11 E2F_Q6 N/A 20.732 0.00E+00
12 E2F_Q6_01 Dp-1 , E2f-1 20.605 0.00E+00
13 E2F4DP1_01 N/A 19.866 0.00E+00
14 NFY_01 N/A 19.522 0.00E+00
15 NRF1_Q6 Nrf-1 17.395 0.00E+00
16 E2F_Q4 N/A 16.619 0.00E+00
17 E2F4DP2_01 N/A 15.57 0.00E+00
18 E2F1DP1_01 N/A 15.113 0.00E+00
19 E2F1_Q3_01 E2f-1 15.113 0.00E+00
20 NFY_Q6 Cbf-a , Cbf-b 14.101 0.00E+00
21 ALPHACP1_01 N/A 13.737 0.00E+00
22 CAAT_01 N/A 13.686 0.00E+00
23 E2F1DP2_01 N/A 13.577 0.00E+00
24 NFY_Q6_01 Cbf-a , Cbf-b 13.572 0.00E+00
25 E2F1_Q4 E2f-1 12.178 0.00E+00



26 AHRHIF_Q6 Arnt2 , Ahr 10.314 0.00E+00
27 ACAAT_B N/A 9.178 0.00E+00
28 ZF5_B Zf5 8.941 0.00E+00
29 NFY_C Cbf-a , Cbf-b 8.49 0.00E+00
30 CREB_Q2_01 Creb , Crebbeta 8.375 0.00E+00
31 CREB_01 Creb , Deltacreb 8.177 0.00E+00
32 CREBP1_Q2 Atf-2 , Cre-bp1 7.985 0.00E+00
33 BRE_HAND N/A 7.806 0.00E+00
34 DEAF1_01 Deaf-1 7.681 0.00E+00
35 E2F_Q2 Dp-1 , E2f-1 7.443 0.00E+00
36 GABP_B Gabp-alpha , Gabp-beta1 7.422 0.00E+00
37 VMYB_02 V-myb 7.274 0.00E+00
38 CREB_Q4 Creb 7.086 0.00E+00
39 NRF2_01 N/A 7.056 0.00E+00
40 CREBATF_Q6 Atf-1 , Atf-2 6.738 0.00E+00
41 HES1_Q2 Hes-1 6.738 0.00E+00
42 ATF_B N/A 6.556 0.00E+00
43 CREB_Q4_01 Creb , Crebbeta 6.506 0.00E+00
44 EGR1_01 Egr-1 6.503 0.00E+00
45 AP2_Q6_01 Ap-2 , Ap-2alpha 6.256 5.00E-06
46 CREB_02 Creb , Deltacreb 6.157 1.40E-05
47 ELK1_02 Elk-1 6.064 3.20E-05
48 CREB_Q2 Creb 5.816 8.30E-05
49 AP2GAMMA_01 Ap-2gamma 5.739 1.07E-04



50 CETS1P54_03 C-ets-1 5.739 1.07E-04
51 CREB_Q3 Atf-1 , Atf-2 5.422 2.40E-04
52 AP2_Q6 Ap-2 , Ap-2alpha 5.275 3.55E-04
53 GC_01 N/A 5.161 4.53E-04
54 R_01 N/A 5.155 4.56E-04
55 ATF_01 N/A 5.113 5.04E-04
56 ZF5_01 Zf5 5.101 5.15E-04
57 CAAT_C N/A 5.021 6.33E-04
58 CETS168_Q6 N/A 4.881 8.46E-04
59 SP1_Q6 Sp1 4.813 1.01E-03
60 E2F_01 E2f-1 4.781 1.08E-03
61 ETS1_B C-ets-1 4.71 1.24E-03
62 DEAF1_02 Deaf-1 4.705 1.25E-03
63 SP1_Q6_01 Sp1 , Sp3 4.574 1.73E-03
64 MTATA_B N/A 4.525 1.93E-03
65 CHCH_01 Chch 4.52 1.94E-03
66 NGFIC_01 Egr-4 4.52 1.94E-03
67 SP1_01 Sp1 4.52 1.94E-03
68 HIC1_02 Hic-1 4.464 2.11E-03
69 AHR_01 Ahr 4.415 2.37E-03
70 CREBP1CJUN_01 Atf-2 , C-jun 4.38 2.52E-03
71 CACCCBINDINGFACTOR_Q6 Caccc-binding 4.371 2.56E-03
72 USF_01 Usf1 4.363 2.60E-03
73 ATF3_Q6 Atf3 4.329 2.87E-03



74 RFX1_01 Rfx1 4.32 2.92E-03
75 AHR_Q5 Ahr 4.315 2.95E-03
76 EGR3_01 Egr-3 4.315 2.96E-03
77 EGR2_01 Egr-2 4.272 3.23E-03
78 SP1_Q4_01 Sp1 , Sp2 4.237 3.48E-03
79 STAF_02 Staf 4.232 3.50E-03
80 MYCMAX_B Max2 , C-myc 4.128 4.12E-03
81 ETS_Q6 Elf-1 , Elfr 4.122 4.13E-03
82 EFC_Q6 Rfx1 4.082 4.64E-03
83 MIF1_01 N/A 4.068 4.74E-03
84 USF_Q6_01 Usf-1 , Usf1 4.009 5.51E-03
85 PAX5_02 Pax-5 3.99 5.77E-03
86 AP2ALPHA_02 Ap-2alphaa 3.977 5.86E-03
87 NERF_Q2 Nerf-1a 3.977 5.86E-03
88 STRA13_01 Stra13 3.971 5.97E-03
89 CETS1P54_01 C-ets-1 3.951 6.18E-03
90 TAXCREB_01 Creb , Deltacreb 3.941 6.35E-03
91 MAZR_01 Mazr 3.938 6.39E-03
92 AP2ALPHA_01 Ap-2alpha , Ap-2alphaa 3.838 7.89E-03
93 AHRARNT_02 Ahr , Arnt 3.731 9.64E-03
94 ARNT_01 Arnt 3.695 1.05E-02
95 STAF_01 Staf 3.695 1.05E-02
96 ELK1_01 Elk-1 3.671 1.11E-02
97 HIC1_03 Hic-1 3.668 1.11E-02



98 STAT1_02 Stat1alpha 3.663 1.13E-02
99 HEB_Q6 Heb 3.629 1.19E-02

100 NFKAPPAB_01 Rela 3.557 1.35E-02
101 E4F1_Q6 N/A 3.547 1.37E-02
102 VJUN_01 V-jun 3.448 1.66E-02
103 USF2_Q6 Usf2a 3.434 1.73E-02
104 USF_Q6 Usf1 , Usf2a 3.421 1.82E-02
105 CLOCKBMAL_Q6 N/A 3.411 1.85E-02
106 NMYC_01 N-myc 3.411 1.85E-02
107 CREBP1_01 Atf-2 3.356 2.00E-02
108 NFKB_Q6_01 Nf-kappab1 , Nf-kappab2 3.334 2.07E-02
109 HIF1_Q5 Hif-1alpha 3.331 2.07E-02
110 MYCMAX_03 Max , C-myc 3.302 2.21E-02
111 MZF1_01 Mzf-1 3.262 2.41E-02
112 VDR_Q3 Vdr 3.228 2.59E-02
113 SREBP1_Q6 Srebp-1 , Srebp-1c 3.227 2.59E-02
114 ETS2_B C-ets-1 , C-ets-2 3.205 2.73E-02
115 HSF_Q6 Hsf 3.204 2.73E-02
116 AP2_Q3 Ap-2alpha , Ap-2alphaa 3.201 2.74E-02
117 ATF6_01 Atf6 3.188 2.83E-02
118 KROX_Q6 Egr-1 , Egr-2 3.188 2.83E-02
119 SP1_Q2_01 Sp1 , Sp2 3.188 2.83E-02
120 STAT3_01 Stat3 3.188 2.83E-02
121 USF_C Usf1 3.125 3.16E-02



122 GEN_INI2_B N/A 3.123 3.17E-02
123 GEN_INI_B N/A 3.123 3.17E-02
124 ATF1_Q6 Atf-1 3.063 3.47E-02
125 PTF1BETA_Q6 N/A 3.051 3.61E-02
126 MYB_Q6 C-myb 2.973 4.25E-02
127 MAF_Q6 N/A 2.957 4.35E-02
128 SP3_Q3 Sp3 2.939 4.49E-02
129 PXR_Q2 Car , Fxr 2.93 4.56E-02
130 P53_01 P53 2.916 4.65E-02
131 CP2_02 Cp2 , Cp2a 2.898 4.80E-02


